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We claim: 

1. A method of inh^ibiting the function of a prokaryotic 
or eukaryotic integral membrane protein having at least 
one transmembrane domain, said method comprising 

contacting the integral membrane protein with a 
peptide comprising the amino acid sequence of said at 
least one transmembrane domain or an effective fragment 
or analogue of said peptide, 

2 . The method of claiW 1 wherein the integral membrane 
protein is a prokaryotic or eukaryotic plasma membrane 
protein . 

3. The method of jz^aim iV^^rein the integral membrane 
protein is a proKaryot ip pr ^^^^fl^ryot ic intracellular 
membrane . 

4 . The method of claim 2I wherein the integral membrane 
protein is a mammalian plasma membrane protein. 

5. The method of claim 4 Wherein the integral membrane 
protein is selected from the group consisting of 

(a) a G-protein coupled receptor; 

(b) a tyrosine kinase i^eceptor; 

(c) an ion channel; 

(d) an ion channel receptor; 

(e) a channel protein; 

(f) a T cell antigen receptor; and 

(g) a transporter proteinV 

6 . The method of claim 5 whereVin the integral membrane 



protein is a G-protein coupled receptor. 
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7. The method of claim 
receptor is a dopamine re 




herein the G-protein coupled 
r . 



method of claim 7 wherein the dopamine receptor 
ippamine receptor and the peptide is selected 
^roup consisting of 
LLTACFLSLLILSTLLGNTLVCAAV; 

fb;vislavsdllvavlvmpwkavae I a ; 

NIKVAFDIMCSTASILNLCVISVD; 
AAF i L I S VAWTLS VL I S F I P VQLS W ; 
TYAiaiSSVISFYIPVAIMIVTYTRI ; 
TLSVIMGVFVCCWLPFFILNCILPFC ; 
FDSNTFQVFVWFGWANSSLNPIIYAFNAD and 
an ef f eAtj^-e— ot^alogue or fragment of (a) to 

(g) 



9. The n>ethod of c^yJ-V^m 7 wherein the dopamine receptor 
IS a D2 d6pamine re^^cfe-^r and th^ peptide is selected 
from the group consismiag of 

( a ) ATLLTLLI AVIVF^V^LVCMAVS ; 

LI VSLAVADLLVA^LNbPWyVYLEW ; 

ivftldvmmctasiWlg:aisi ; 

VTVMI S I VWVLS FT I SCp\lFGL ; 
PAFWYSSIVSFYVPFIVTlliLyYI ; 
MLAI VLGVF II CWLPFF I TH J] 
VLYSAFTWLGYVNSAVNPIIYT'M^ and 

an effective analogue o\ fragment of (a) to 
(g) . 



(b) 
(c) 
(d) 
(e) 
(f ) 

(g) 

(h) 



10. The method of claim 7 wherein tJsie dopamine receptor 
is a D2 dopamine receptor and the peptide is selected 



trom the group corlslyLliiy ul 

(a) YATLLTLLIAVIVFGNVLVC 

(b) VSLAVADLLVATLVMPWWY 

( c ) TLDVMMCTAS I LNLCAI SID 
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(d) RVTVMISI 

(e) PAFWYS 

(f) LAIVLGVFII 

(g) LYSAFTWLG 

11. The method of claim 6 wher 
receptor is an adrenergic receptj 




and 




the G-protein coupled 



12. The me\hod of claim 11 wherein the adrenergic 
receptor is ^ jSl -adrenergic receptor and the 
peptide is selected from the group consisting of 

(a) GMGLLMALIVLLIVAGNVLVIVAI ; 

( b ) IMSLAteADLVMGLLWPFGATI W 

( c ) ELWTSVpVLCVTASIETLCFIALD 

( d ) RGLVCTWAI SALVSFLP ILMHWW 

( e ) RAYAI AS$yVSFYVPLCIMAFVYL 
( f ) LGI IMGVF'XLCWLPFFLANWKAF 

(g) RLFVFFNWL^SYANSAFNPIIYCRS; and 

(h) an effective analogue or fragment of (a) to 

(g) . 



13 . The method of 
adrenergic receptor 



.1 wherein the receptor is a jSl- 
le peptide is FFNWLGYANSAFNP . 



14. The method of claim 11 yherein the receptor is an 
QflA- adrenergic receptor and t\e peptide is selected from 
the group consisting of 

( a ) GVGVGFLAAF I LMAVAGNLLVISJ^S V ; 

( b ) F I VNLAVADLLLSATVLPFSATM^VL ; 

( c ) DVWAAVDVLCCTAS I LSLCT I S V ; 

( d) AAILALLWWALWSVGPLLGWKEP ;^ 
AGYAVPaDVC0rYLrD1AVI\n/D/IYC j 



( f ) LAI WGVFVLCWFPFFFVLPLGSL ; 
(g) EGVFKVIFWLGYFNSCVNPLIYPCS ; 



and^ 
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(h) an effective ^analogue or fragment of (a) to 

(g) . 

15. The method of cla>ttr isj. wherein the receptor is an 
Q?l A- adrenergic receptor and\the peptide is 
VFKVI FWLGYFNSCVN . 






16. The method of claiiml wherein the integral membrane 
protein has a plurality transmembrane domains and 
wherein the peptide compriae'^''''T^ amino acid sequence of 
any one of said plurality J5rransmembrane domains or a 
fragment or analogue there^ 




17. The method of any of 6^ainjs 1 to 16 wherein the 
integral membrane protein is a Human protein, 

18. A method of presenting or treating a disorder in a 
mammal characteriseizi by disordered function of an 
integral membrane Zrotein having at least one 
transmembrane domain, said method comprising 

administerimg to the mammal an effective amount of a 
peptide compris/ing the amino acid sequence of said at 
least one transmembrane domain or an effective fragment 
or analogue/of said peptide. 




rein the integral membrane 
eukaryotic plasma membrane 



19. The method of claim 
protein is a prokaryoti 
protein . 



20. The method of claim l^wherein the integral membrane 
protein is a prokaryoticr or eukaryotic intracellular 



memJDrane 



21. The method jz^ claim 19 wherein the integral membrane 
protein is a rrv^tnalian plasma membrane protein. 
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22. The method of claim 21 /wherein the integral membrane 

protein is selected from tne group consisting of 

(a) a G-protein coupled receptor; 

(b) a tyrosine kij/ase receptor; 

(c) an ion channe 

(d) an ion chanriel receptor; 

(e) a channel protein; 

(f) a T cell ^ntigen receptor; and 

(g) a transT^rter protein. 



23. The method of claim 22 wherein the integral membrane 
protein is a G-protein coupled receptor. 

24 . The method of claim 23 wherein the G-protein coupled 
receptor is a dopamine receptor. 




25. The met:hod of claim 24 wherein the dopamine receptor 
is the Dl dopamine receptor and the peptide is selected 
from the groups consist ing of 

( a ) I LTAOTLSLL I LSTLLGNTLVCAAV ; 

( b ) FFVI SLAVSDLLVAVLVMPWKAVAE I A ; 

( c ) NIWVAFD™CSTASILNLCVISVD ; 

(d) AAFILISVA^LSVLISFIPVQLSW; 

(e) TYAISSSVISFYIPVAIMIVTYTRI ; 

( f ) tlsvimgvfvccHlpffilncilpfc ; 

(g) FDSNTFDVFVWFGWANSSLNPIIYAFNAD and 

(h) an effective analogue or fragment of (a) to 
(g) . 

26. The method of claim 24 whVrein the dopamine receptor 
is a D2 dopamine receptor and th^ peptide is selected 
from the gx ' oup cunsisting of 



( a ) ATLLTLLI AVI VFGNVLVCMAVS ; 

( b ) L I VS LAVADLLVATLMPWWYLE W ; 

(c) IVFTLDVMMCTASILNLCAISI ; 



I 
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(d) VTVMISIVWVLSFTISCPLLFGL; 

(e) PAFWYSSIVSFYVPFIVTLLVYI ; 
( f ) MLAI\^VF 1 1 CWLP FF I TH I LN ; 

(g) VLYSAFTOLGYVNSAVNPIIYTTF and 

(h) an effecusLve analogue or fragment of (a) to 

(g) . \ 

27. The method of clainK24 wherein the dopamine receptor 
is a D2 dopamine receptorXand the peptide is selected 
from the group consisting of 

( a ) YATLLTLL I AVI VFGNVLVC ; 

( b ) VSLAVADLLVATLVMPWWY ; 

( c ) TLDVMMCTAS I LNLCAI S I 

(d) RVTVMISIVWVLSFTISCPL;\ 

(e) PAFWYSSIVSFYVPFIVTL; \ 

(f) LAIVLGVFIICWLPFFITHI ; and\ 

(g) LYSAFTWLGYVNSAVNPIIY. ^ 



28. The method of claim 26 wherein the disorder is 
selected from the group consisting of schizophrenia, 
Huntington's disease, Tourette's syndrome and substance 
abuse . 



29. The method of claim 23 wherein the G-protein coupled 
receptor is an adrenergic receptor. 



30. The method of Jslaim 29 wherein the adrenergic 
receptor is a jSl -adrenergic receptor and the 
peptide is selected far^m the group consisting of 

(a) GMGLLMALIVLLIVAGNVLVIVAI ; 
ttf) 1 MSLA3 ADLVMQLLV^^FG AT I W = 

( c ) ELWTSVDVLCVTAS I ETnCF I ALD 

( d ) RGLVCTVWAI S ALVSFLP rmHWW 

( e ) RAYAIASSWSFYVPLCII^FV^/TL 
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( f ) LGI IMGVFTLCW1.PFFLANWKAF 

(g) RLFVFFNWLGYANSAFNPIIYCRS; and 

(h) an effective analogue or fragment of (a) to 

(g) . 

31. The method of claim 2 9 Vherein the receptor is a (31- 
adrenergic receptor and the p^^ptide is FFNWLGYANSAFNP . 

32. The method of c/aim 30 wherein the disorder is 
hypertension or cardiac arrythmia. 

33. The method of claim 29 wherein the adrenergic 
receptor is a^n alA-adrenergic receptor and the peptide is 
selected from Vhe group consisting of 

( a ) GVGVGFLAAF I LMAVAGNLLV I LS V ; 

(b) fivnlaVadlllsatvlpfsatmevl; 

( c ) DVWAAVdVlCCTAS ILSLCT I SV ; 

(d) AAILALLWV^ALWSVGPLLGWKEP ; 

(e) AGYAVFSSVCSFYLPMAVIWMYC; 
( f ) LAI WGVFVLckFPFFFVLPLGSL ; 

(g) EGVFKVIFWLGYFMSCVNPLIYPCS; and 

(h) an effective analogue or fragment of (a) to 
(g) . 

34. The method of claim 29 wherein the receptor is an 
aAl -adrenergic receptor and theypeptide is 
VFKVIFWLGYFNSCVN . 




35. The method /of claim 33 wherein the disorder is 
^hypertension or/ cardiac arrythmia. 

-T6-. The uibiLhod of claim ICB wherein the integral — mpmhrane 

protein has a pluralityyof transmembrane domains and 
wherein the peptide comprises the amino acid sequence of 
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any one of said plurald/uy of transmembrane domains or a 
fragment or analogue /uhereof . 

37. The method any of claims 18 to 36 wherein the 
integral membra^ae protein is a human protein. 

38. An antagonist for a prokaryotic or eukaryotic 
integral membrane protein hiaving at least one 
transmembrane domain, the antagonist comprising a peptide 
having an amino acid sequence of at least four 
consecutive amino acids selecvted from the amino acid 
sequence of said at least one \ transmembrane domain. 

39. The antagonist of claim 3Si comprising a peptide 
having an amino acid sequence of at least ten consecutive 
amino acids selected from the arp^-rfo^'^^id sequence of said 
at least one transmembrane 



1) 



40. The antagonist of claim 38 domgri^ng a peptide 
having an amino acid sequencex^'f at^east fifteen 
consecutive amino acids seld2::.fer^a f nom the amino acid 
sequence of said at least one transmembrane domain. 

41. The antagonist of claim 38 comprising a peptide 
having an amino acid sequence of at least twenty 
consecutive amino acids selected from \-h.B amino acid 
sequence of said at leasst one transmembrane domain. 

42. The antagonist of claim 38 comprising a peptide 
having the amino acid sequence of said at least one 
transmembrane domain or an effective fragment or analogue 
thereof . 



- 61 - 



43. The antagonist \of claim 42 wherein the integral 
membrane protein is ^ prokaryotic or eukaryotic plasma 
membrane protein, 

44. The antagonist of \claim 42 wherein the integral 
membrane protein is a ^irokaryotic or eukaryotic 
intracellular membrane 

45. The antagonist of claim 43 wherein the integral 
membrane protein is a mammalian plasma membrane protein, 



46. The antagonist claim^ 
membrane protein is sele 

(a) a G-protein cou 

(b) a tyrosine k 

(c) an ion channel; 

(d) an ion channel receptor; 

(e) a channel protein; 

(f) a T cell antigen recep^tor; 

(g) a transporter protein. 



5 wherein the integral 
rom the group consisting of 
receptor; 
eceptor ; 



and 



47. The antagonist of claim 45 whierein the integral 
membrane protein is a G-protein coupled receptor. 

48. The antagonist of claim 47 wherefcin the G-protein 
coupled receptor is a dopamine receptor. 



49. The antagonist of claim 48 wherein the dopamine 
receptor is a Dl\dopamine receptor and the antagonist is 
selected from the \roujp_^^consist ing of 
( a ) ILTACFLSLZ:?5,LS;rLLGNTLVCAAV ; 

iLVT^rWFLAVAE 1 A ; 



■ftr) FFVISIjj^VGDLi^ S 

( c ) N I WVAFD I MC^ !^g>l LNLCV I S VD ; 

( d ) AAF I L I S VAWTLS VL F I PVQLS W ; 

(e) TYAISSSVISFYIPVAIMJVTYTRI ; 
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( f ) TLSVIMd^/FVCCWLPFFILNCILPFC ; 

(g) FDSNTFDVFVWFGWANSSLNPIIYAFNAD and 

(h) an effedjtive analogue or fragment of (a) to 
(g) . 

50. The antagonist\ of claim 48 wherein the dopamine 

receptor is a D2 dopamine receptor and the antagonist is 

selected from the gr^up consisting of 

( a ) ATLLTLLI AVIi^FGJWIW^CMAVS ; 

( b ) L I VSLAy?t5LL\^ATLMPymArf LE W ; 
( c ) I VFTCDVMMCTAS I LJJLCAI S I ; 

(d) VTVMISIVWVS^§F^ISCPLLFGL; 

(e) PAFVVYSSlV3fYM(PFlV^LLVYI ; 
( f ) MLAIVLGVFI ICWL^FF^HILN ; 

(g) VLYSAFTWLGYVNS5^PJ.IYTTF and 

(h) an ef f ectiy^'^na^logue or fragment of (a) to 

(g) 



51. The antagonist of claim\48 wherein the dopamine 
receptor is a D2 dopamine receptor and the antagonist is 
selected from the group consisting of 

( a ) YATLLTLLIAVI VFGNVLVC 

( b ) VSLAVADLLVATLVMPWWY J 

( c ) TLDVMMCTAS I LNLCA I SID; 

(d) RVTVMISIVWVLSFTISCPL; 
( e ) PAFWYSSIVSFYVPFIVTL ; 
(f) LAIVLGVFIICWLPFFITHI ; anc 
{ g ) L YS AFTWLG YVNS AVNP II Y . 



52 . The antagonist of claim AjY^herB±n the G-protein 
coupled receptor is an adrenei^^g^;^ receptor. 



53. The antagonist of 
receptor is a jSl-adr 
antagonist is selected 




im 52 wherein the adrenergic 

receptor and the 
m the group consisting of 
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(a) GMGL\MALIVLLIVAGNVLVIVAI ; 

( b ) IMS LA9ADLVMGLL WPFGAT I W 

( c ) ELWTSVDVLCVTASIETLCFIALD 

( d ) RGLVCTVW^^I S ALVS FL P I LMHWW 

( e ) RAYAI ASS\^SFYVPLCIMAFVYL 
( f ) LGI IMGVFTQiCWLPFFLANWKAF 

(g) RLFVFFNWLGtANSAFNPIIYCRS; and 

(h) an effectiv^ analogue or fragment of (a) to 

(g) . 

54. The antagonist^-cff alaim 52 v^herein the receptor is a 
jSl -adrenergic r^<5epftpr ar^d the ^tagonist is 
FFNWLGYANSAFNP , 



55. The antagonist of '^laiim 52\ wherein the receptor is 
an Q!lA-adrenergic receptor am^ Jcjie-'^t agonist is selected 
from the group consisting oj 

( a ) GVGVGFLAAFILiy[AVi;^fjLLv\j:jSV ; 

{ b ) F I VNLAVADLLLSATVLPFSATMEVL ; 

( c ) DVWAAVDVLCCTAS I LSLCT I S V 

( d) AAILALLWWALWSVGPLLGWKEP\ 
( e ) AGYAVFSSVCSFYLPMAVI WMYC ; 
( f ) LAIWGVFVLCWFPFFFVLPLGSL ; 

(g) EGVFKVIFWLGYFNSCVNPLIYPCS ; 

(h) an effective analogue or fragment of (a) to 
(g) . 



56. The antagonist of claim 52 wherein the Veceptor is 
an alA-adrenergic receptor and the antagonist\is 
VFKVI FWLGYFNS CVN . 



57 . The antagonist of claim 12 

membrane protein has a plurality o 
and wherein the peptide comprises t 




the — integral 

smembrane domains 
ino acid sequence 
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of any one of said plurality of transmembrane domains or 
a fragment or analogue thereof . 

58. The antagonist of a m^^-'^ofl claims 38 to 57 wherein the 
integral membrane protean ^ ^^^^^^ protein. 

59. An antihypertensive compoBition comprising an 
antagonist in accordance with any of claims 52 to 56 and 
a pharmaceutically acceptable ckrrier. 



